
 

 

Supplemental Fig. 1. Treatment outcomes based on 23S rRNA mutation-guided therapy selection. 

 



Supplementary Table 1. Primer and probe sequences used for PCR analysis. 

 

Target Type Sequence (5′ - 3′) 

ureC 
forward AAGCTTTTAGGGGTGTTAGGGGTTT 

reverse AAGCTTACTTTCTAACACTAACGC 

cagA 
forward GATAACAGGCAAGCTTTTGAGG 

reverse CTGCAAAAGATTGTTTGGCAGA 

23S rRNA forward TGCGAAATTCCTTGTCGG 

wild type  probe / reverse† FAM-AAGGTAGGTGAAAATTCCTCCTACC-BHQ2-(Spacer18)-GGACCACGGGGTCTTT 

A2142G probe / reverse† Cy3-AAGGTAGGTGAAAATTCCTCCTACC-BHQ2-(Spacer18)-GGACCACGGGGTCTTC 

A2142C probe / reverse† Cy5-AAGGTAGGTGAAAATTCCTCCTACC-BHQ2-(Spacer18)-GGACCACGGGGTCTTG 

A2143G probe / reverse† ROX-AAGGTAGGTGAAAATTCCTCCTACC-BHQ2-(Spacer18)-GGACCACGGGGTCTC 

 
†Bifunctional oligonucleotide serving as both probe and reverse primer 

FAM, 6-carboxyfluorescein; Cy3, cyanine 3; Cy5, cyanine 5; ROX, 6-carboxy-X-rhodamine; BHQ2, black hole quencher 2  



Supplementary Table 2. Demographic and clinical characteristics of H. pylori-positive patients across different gastric disease groups. 

 

  Variable 
CNAG   

(N = 105) 

CAG   

(N = 58) 

GU   

(N = 36) 

MALT-L 

(N = 50) 

GC   

(N = 30) 
P value 

  Age [years]: median (range)        46 (19 - 70) 46 (19 - 66) 48 (19 - 65)     51.5 (24 - 71)  54 (40 - 73)    < 0.001 

  BMI [kg/m2]: median (range)     26.5 (16.8 - 36.2)        26.9 (17.1 - 34.6)        26.3 (17.4 – 34.8)          27 (17.5 - 32.5)      25.7 (17.1 - 32.8)    < 0.741 

  Sex: n (%)           < 0.957 

    Male        57 (54.3)         34 (58.6)         20 (55.6)        28 (56.0)         15 (50.0)  

    Female        48 (45.7)         24 (41.4)         16 (44.4)        22 (44.0)         15 (50.0)  

  AB history: n (%)             0.040 

        Yes        49 (46.7)         20 (34.5)         21 (58.3)        16 (32.0)           9 (30.0)  

        No        56 (53.3)         38 (65.5)         15 (41.7)        34 (68.0)         21 (70.0)  

  PPI history: n (%)             0.304 

        Yes        30 (28.6)         19 (32.8)         12 (33.3)        17 (34.0)         15 (50.0)  

        No        75 (71.4)         39 (67.2)         24 (66.7)        33 (66.0)         15 (50.0)  

  Alcohol history: n (%)           < 0.978 

        Yes        28 (26.7)         14 (24.1)           9 (25.0)        11 (22.0)           7 (23.3)  

        No        77 (73.3)         44 (75.9)         27 (75.0)        39 (78.0)         23 (76.7)  

  Smoking history: n (%)      <    0.476 

        Yes        22 (21.0)           9 (15.5)           7 (19.4)        14 (28.0)           4 (13.3)  

        No        83 (79.0)         49 (84.5)             29 (80.6)        36 (72.0)         26 (86.7)  

 
CNAG, chronic non-atrophic gastritis; CAG, chronic atrophic gastritis; GU, gastric ulcer; MALT-L, mucosa-associated lymphoid tissue lymphoma; GC, gastric cancer; BMI, 

body mass index; AB, antibiotic; PPI, proton pump inhibitor 

  



Supplementary Table 3. Distribution of cagA status across different gastric disease groups. 

 

  Variable 
CNAG   

(N = 105) 

CAG   

(N = 58) 

GU   

(N = 36) 

MALT-L   

(N = 50) 

GC   

(N = 30) 
P value 

  cagA status: n (%)      < 0.413 

        Positive 66 (62.9) 41 (70.7) 27 (75.0) 37 (74.0) 23 (76.7)  

        Negative 39 (37.1) 17 (29.3)   9 (25.0) 13 (26.0)  7 (23.3)  

 

CNAG, chronic non-atrophic gastritis; CAG, chronic atrophic gastritis; GU, gastric ulcer; MALT-L, mucosa-associated lymphoid tissue lymphoma; GC, gastric cancer 

 




